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In-situ Quant-iT PicoGreen Protocol 5 3
A O O Blank
1. Add 2 pl DNA standards
or samples B O O 10 ng/mL
C O O 30 ng/mL
D O O 100 ng/mL
2. Add 2 pl PicoGreen Working E 300 L
Reagent O O ng/m
B O O 1,000 ng/mL
G O O Unknown Sample 1
s/ 3. Close Take3 lid and incubate
@RT for 5 min, Read on Synergy H O O Unknown Sample 2
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% Plate Layout
\well Settings
Type: Standard @
1D Prafix: | 5TD @ EJ
D
1 2 3 4 1 2
% STD1 | STD1
0 0 A Blank
B STD2 | STD2 B 0.012 mg/mL
0.012 | 0.012
C 0.037 mg/mL
- STD3 | STD3
0.037 | 0.037 D 0.11 mg/mL
g STD4 | STD4 E 0.33 mg/mL
0.11 0.1 F 1.0 maimL
STD5 | STD5
E G Unknown Sample 1
033 | 033
E STD6 | STD6 H Unknown Sample 2
1 1
PL1 PL1
- S S|
PL2 PL2
i S S|

measuring micro-
volume samples just
got faster and easier.
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