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Figure 2: SAM265™ methyltransferase assay quantitatively assays
Thiopurine S-methyltransferase (EC 2.1.1.67) (TPMT). 0-3uM TPMT

Tl TRMT

1 S TPAT

was assayed with SAM265, using thiophenol as a substrate. Inset
graph shows linear correlation between absorbance and TPMT

concentration.
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SAM265™: SAM Methyltransferase Assay/ 100 Assays

786-425
786-430 | SAM510™: SAM Methyltransferase Assay/ 100 Assays
786-431 | SAMfluoro: SAM Methyltransferase Assay/ 100 Assays
®1. Htee] R At B AR 2 R
EC# Official Name Reaction Catalysed
[Methionine synthase]-cob(ll)
[methionine synthase] alamin + NADPH + S-adenosyl-
1.16.1.8 reductase 4 L-methionine = [Methionine
synthase]-methylcob(l)alamin +
AdoHcy + NADP+
- S-adenosyl-L-methionine +
2111157+ | SAdenosylmethionine substrate = AdoHcy + methylated
dependent methyltransferases
substrate
Adenosylmethionine S-adenosyl-L-methionine = MTA +
2.5.14 . H
cyclotransferase 2-aminobutan-4-olide
S-adenosyl-(5)-3-methylthio-1-
2.5.1.16 Spermidine synthase propylamine + 1,4-diaminobutane
= MTA + spermidine
. S-adenosylmethioninamine +
2.5.1.22 Spermine synthase spermidine = MTA + spermine
S-adenosylmethioninamine +
g L propane-1,3-diamine = MTA
2.5.1.23 Sym-norspermidine synthase + N-(3-aminopropyl)-1,3-
diaminopropane
S-adenosyl-L-methionine + N6-
2.5.1.24 Discadenine synthase (delta2-isopentenyl)-adenine =
MTA + discadenine
S-adenosyl-L-methionine
tRNA-uridine + tRNAPhe = MTA + tRNA
2.5.1.25 ) :
aminocarboxypropyltransferase | 3-(3-amino-3-carboxypropyl)
uridine
S-adenosyl-L-methionine +
2.5.1.38 Isonocardicin synthase nocardicin E = MTA + isonocardicin
A
acetyl-CoA + malonyl-CoA +
23.1.161 Lovastatin nonaketide synthase NADFTH i i S;adenosyl—L— .
methionine = dihydrononacolin L +
CoA +CO, + NADP* + AdoHcy
2 S-adenosyl-L-methionine + H,O =
33.1.2 Adenosylmethionine hydrolase MTA + L-homoserine 2
1-aminocvelopronan e (-)-S-adenosyl-L-methionine =
44.1.14 ycloprop MTA + 1-aminocyclopropane-1-
carboxylate synthase
carboxylate
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Figure1: FOCUS™ Glycoprotein isolates a large number of
glycoproteins. Jurkat cells were lysed by sonication, centrifuged
and the supernatant (CL) loaded onto a FOCUS™ Glycoprotein
column. Following incubation the column was centrifuged and the
flow through (FT) was collected. The column was washed 5 times
(W1-5) and the glycoproteins were sequentially eluted with Glyco
Elution Buffer | (E1-2), Glyco Elution Buffer Il (E3) and Glyco Elution

Buffer Il (E3).
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Comparison of crude Jurkat cell lysate (A) and glycoproteins (B)

isolated with FOCUS™ Glycoprotein.
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Cat.# Description/ size
786-253 | FOCUS™: Clycoprotein/ 10 Preps
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